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CLUSTAL W (1.82) nultiple sequence alignnment

gi | 74716| pi r| | VCLISA

gi | 9627213| r ef | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM

gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064]| ENV_HTL1M

gi | 119467| sp| PO3383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707| pir| | VOWSS

gi | 119431| sp| P04582| ENV_HV1BS

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pir| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716] pir| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398 sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1|

gi | 9627018| ref | NP_041262. 1|

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1|

gi | 16024911| gh| AAL11491. 1

gi | 27734142| r ef | NP_775596. 1|

gi | 119466| sp| P23064| ENV_HTL1M
gi | 119467| sp| P0O3383| ENV_HTLV2

gi | 4027915]| gb| AAC96087. 1|

gi | 74689| pir| | VCLIGL

gi | 74707]| pi r| | VCWSS

gi | 119431| sp| P0O4582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| PO4577] ENV_HV2RO

gi | 74682| pir| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| ©61703| MPCP_CHOF

gi | 74716| pi r| | VCLISA
gi | 9627213| ref | NP_056894. 1
gi | 1706658| sp| P51515] ENV_SRV2

http://www.ebi.ac.uk/servicestmp/clustalw-20031129-07305891.aln

MASKESKPSRT TWRDVEPPL RETWNQVL QEL VKRQQQEEEEQQGL VSC
------ MAPPMNL QQAL LWKKVNETHLALENI SSLTEEQKQOV! | El G

------------------------------ M FAGKAPSNTSTLNMKFY
------------------------------ M FAGKAPSNTSTLNMKFY
-------------------------------------- MGKFLATLI L
-------------------------------------- NGNVFFLLLF
- MLLTSSL HHPRHQVBPGSVKRLI | L- L SCVFGGGGT SLQNKNPHQPN
SMLLTSNLHHLRHQVBPGSVKRLI | L- L SCVFGGGGTSLQNKNPHQP
- - - MEGPTHPKPFKDKTFSWDLI | LVGVWRVL L RLDVGVANPSPHQVY
--------- VRVKEKYQHLWRWGWRWGTMLLGMLM CSAT- EKLWTV
--------- NKVNVEKKKRDWNS- LS| | TI I TI | LLTPCLT- SELWTV
----------------------- MVNQLLI Al LLASACLVYCTQYVTV
KSW/SI DLLGTEGKDI KKVNI WEPCEKWFAQUWMGVLW/L QI VILWGCL
EVI PTRVDRVKYLAYACCATSTRVMOWLFLI CVLLI | VFVSCFVTVAR
------------- MDQUW.LWEGYL VASTYGL SLRHARHQSVGTPTAEE

WSLVI | SQ FQVQAGFGDPREAL L El QQKHGKPCDCAGGYVSS- - - - -
WSLVI LSQ SQVQAGFGDPREALAEI QQKHGKPCDCAGGYVSS- - - - -
VRVLLI FQTARVYAGFGDPREAI TM HQQHGKPCDCAGGYVNA- - - - -
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gi | 119398| sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064| ENV_HTL1M
gi | 119467| sp| P0O3383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707| pir| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pir| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716| pi r| | VCLISA

gi | 9627213| r ef | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398 sp| P10269] ENV_BAEVM
gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064] ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707| pir| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pir| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609 gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716| pir| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586 gb| AAG28161. 1| AF28
gi | 28927670 gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2
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- KI | FLYNLVLVYAGFDDPRKAI ELVQKRYGRPCDCSGGQVSE- - - - -
- GWI LCSLI | VRAGFDDPRKAI ALVQKQHGKPCECSGGEQVSE- - - - -
------ RLCPVTKGGLG KPSG- DI YTALFGAPCDCKGGTQTNN- - - Y
------ LLFAETDAGFG- PPPGTDLRHALFGAPCDCKGGE | T- - - - - A
DQAGKTLI LLVWWWAGFG- TTAEGYPLQQLWGL PCDCSGGYVFS- - - - -
--------- MALPYHI FLFTVLLPSFTLTAPPPCRCMI- - - - - - - - - -
--------- MALPYHTFLFTVLLPPFALTAPPPCCCTT- - - - - - - - - -
LLYSLLFSFPFLCHPLPLPSYLHHTI NLTHSLLAASNPSLVNNC- - - W
LLYSLLFSFPFLCHPLPLPSYLHHTI NLTHSLLAASNPSLVNNGC- - - W
MT GFVWL CFVLFPSSL SYPESWWVPLVNL THH LRDTNSSLFSNC- - - W
QFCPLI LGDYSPSCCTLTI G- - - - - VSSYHSKPCNPAQPVCSWI - - - L
THFPLAQ- - - - QSRCTLTI G- - - - - | SSYHSSPCSPTQPVCTWA- - - L
TWOQVL S- QTGDVWMWTEAVQPL WNAPSL KPDVCAL AAGL ESWD- - -

TWOVLS- QTGDVWMDTKAVQPPWI VNPT L KPDVCAL AASL ESVD- - -

TW/I TNVQTNSQANATSM.GTL TDAYPTLHVDLCDLVG- - DTVE- - - P
GVPVWKEATTTLFCASDAKAYDTEVHNVWATHACVPTDPNPQEV- - - V
GVPVWHDADPVL FCASDAKAHSTEAHNI WATQACVPTDPSPQEV- - - F
GVPTVKNATI PLFCA- - - - - - - TRNRDTWGTI QCLPDNDDYQE! - - - T
EVRKGNQCQAEEV! ALVSDPGGFQRVQHVETVPVTCVTKNFTQUWGECQP
VNRDI NVFGPVI DWRVTHQATYQQL KAARL TRSLKVEHPHI SYI S- 1 N
EPQ LI EDTDHVFRQRASDMFAQEPEYTEKRNL NHRRRSEFSGNQDTD
----------- MFSSLLEAAKSSPFHGPL TPARCDAPAQGVAAS- - - -

TNSLTTVSCSTYTAYSVTNS- - - - =« = - - - - - LKWQCVSTPT- - - - - -
| NSLTTVSCSTHTAYSVTNS- - - < = = - = = - - LKWQCVSTPT- - - - - -
TVYLAAVSCSSHTAYQPSDS- - - - - = = - - - - - LKWRCVSNPT- - - - - -
SDRVSQUTCSGKTAYLMPD- - = - - == = = - = - - QRVWKCKSI PK- - - - - -
PNSI QQVTCPGKTAYLMIN- - - - < < = - = = - - QKVKCRVTPK- - - - - -
PTYTQVTDCGDKNAYLTYDT- - - - - NVINGVSSPKW.CVRKPPS- - - - -

TAFTRAI DCGN\KI AYLQYHH- - - - - TGTGAE SRQSYQCVRKVKI - - - - -
TYYTNSLDCGSSTAYLTYGSGT GSWOWEEEFRQWECVFKPKI - - - - -

SPYQEFLVWRMQRPGNI DAPS- - = = = = = = = = = = - - YRSLSKGT- - - - - -
SPYQEFLWRTRLPGNI DAPS- - = = = = = = = = = - - - YRSLSKGN - - - - -
| SLSSSAYTAVPAVQTDWATSP- - - - - - - - - - | SLHLRTSFN- - - - - -
| SLSSSAYTAVPTLQTDWATSP- - - - - - - - - - | SLHLRTSCN- - - - - -
LSTQTQRSLAVPAPLS| WIDTP--- - - - - - - - MKLHLTYSVRPFSGSF
LAL SADQALQPPCPNLVSY- - - = === === - - - SSYHATYSLY- - - - - -
NSLTTDQRLHPPCPNLI TY--- - === - - - - SGFHKTYSLY- - - - - -

SDVSASKRI RPLDSNYNNANKQ- - | SWGAI GCSYPRARTRI A- - - - - -
TDVSSSKRVRPPDSDYTAAYKQ - | TWGAI GCSYPRARTRMA- - - - - -

LDPSNVKHG- - - - ARYSSS- - - - ----- KYGCKTTDRKKQQQ- - - - - -
NVTENFNMAKNDWEQVHEDI | S---------- LVDQSLKPCVKLTPL
NVI ESFNMWKNNWDQVHEDI | S---------- LVWDQSLKPCVKLTPL
- VTEAFDAVWANTVTEQAI EDVWWH- - - - - - - - - - LFETSI KPCVKLTPL

AYPDPELEYRNI SREI LEEVYKQDWPWNTY HAWPL WQVENVROAMKENE
SI PQGVMYTPHPEPI | LKERVLA SQVLM NSENI ANVANL SQETKVL
SSCGETYSAYTSDDPLI | HTNKG- - - - - - - - - - - KI RG TQTATTG- - -

TPSNT- Hl GSCPGECNTI SYDSVHA- - - - <« = < <« oo cc e o oce o
LANGE- NI GNCP- - CKTFK- ESVHS- - - = = = <=« o e oo ce oo
DTSPSGPLQECP- - CNSYQ SSVHS- - - = = = === = =z m o ee oo oo
| SPSGGELQNCP- - ONTFQ DSVHS- - = = - == = = == == m e oo me -
| PVI NGRPGPCPSECTNNI KSQVHS- - - - - - < = = =« == o e e oo me o
| PQNNGI PGPCPSDCVY- - LQALHS- - - = - < = = == o e e ee e o o
| PSVQGQPGPCPSECLT- | ATQVHS- - < = = << == < e o mme e omea o -
-------------- PTFTAHTHVPR: - - - = - - <o o ee e oo oo
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gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1|

gi | 119466]| sp| P23064| ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1|

gi | 74689| pi r| | VCLIG

gi | 74707]| pi r| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pir|| VCLIVS

gi| 74722] pi r| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716| pir| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064| ENV_HTL1M

gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707| pir| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pir| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609 gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716| pi r| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM

gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586 gb| AAG28161. 1| AF28
gi | 28927670 gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064] ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2
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-------------- STFTAHTHVPR: = = = = = = === mmmee e o
----- SPHLYPPEEL| YFLDRSSKT- = = = = = = = = == s s e me e e o
----- SPHLYPPEEL| YFLDRSSKT- = = = = = = = = == czmm oo oo o
SDI ERRLRLFRPLTASYSFHNPDRR:- - - - = = = = === == == 2o oo o o
LEPHW KKPNRNGGGYYSASYSDPC- - - = = === === = ===z 2o oo -
LFPHW KKPNRQGLGYYSPSYNDPC- - - = = = === === == e ez e o -
NSPFYVCPRDGRTLS- EARRCGELE- - - = = === === == m e s mmem o -
SSTFYVCPRDGRTLS- EARRCGGLE- = = = = = = === m s mmmoo oo e
TYPFYVCPGHAPSMEPKGTHCGGAH = = = = = = = = ===z e oo oo oo
SLKCTDLKNDTNTNSSSGRM VEKG: = = = = = = = === === 2o oo oo -
TLQCSKANFSQAKNL TN QTSSPPL- = = = = = = = = = m s s e me e oo
AVKCSSTESSTGNNTTSKSTSTTTTTPTDQEQEI SEDTPCARADNCSC
YKERTNKTKEDI DDLVAGRI RGRFCVPYPYALL RCEEWOWYPES] NQE
DM NEELQDLSNQW DFELPLGDPR:- - - - === === === === === = = - C
KLVDAW.Gl PYAKKPI GDLRFRHPR: - - = = = === === ===z oo -

----- TCYNHYQQCTI GNKTYLTATM RDKSPSSGDG- - - - - - - - - NV
----- SCYNHYQQCNI GNKTYLTATI TGDRTPAI GDG- - - - - - - - - NV
----- SCYTAYQECFFGNKTYYTAI LASNRAPTI GTS- - - - - - - - - NV
----- SCYTSYQQCRSGNKTYYTATLLKTQT- - - GGT- - - - - - - - - SO
----- SCYTEYRQCRRI NKTYYTATLLKI RS- - - GSL- - - - - - - - - NE
----- SCYSSFSQCTQGNNTYFTAI LQRTKSTSET- - < - - - - - - - - NP
----- LCYTSTQQCTGKSGTYL TSRQQRAYGGSTGEDW - - - - - - - GP
----- TCYEKAQECTLLGKTYFTAI LQKTKLGSYE- - - - == == = - - - -
----- NCYHSATLCVHANTHYWIG: - - - = = = == == = c oo mc e o e
----- NCYNSATLCVHANTHYWIG: - - - = = = == == = s oo e e oo
----- SPDI SHQQAAALLRTYLKNLSPYI N - -« == <<= === === == S
----- SPDI SHQQAAALLRTYLKNLSPYI N- - - = <= === == -==---§
----- Al AFLQLVSSTG FRI | TRI TSVI YPHKDRFFE- - - - - - - - SA
----- SLKCPYL GOQSWICPYTGAVSS- - - = = = === === == oz e - -
----- SLQCPYL GCQAWT SAYTGPVSS- - = - = - == = === o me e oo

————— SLYCKEWGCET TGNVHWOPRSSWDLIT TVKWERNRQAEQNML SV
————— SLYCKEWDCETTGTGYW.SKSSKDLI TVKWDOQNSEWT Q- KFQC

----- DGFCAAVGCETTGEAWAKPTSSVDY! TVKRGSS- - - - - - QDTS
- - El KNCSFNI STSKRGKVQKEYAFFYKLDI | Pl DNDTT- - - - - - - SY
- - EMKNCSFNVTTEL RDKKKQVYSLFYVEDVWNLGNENN- - - - - - - TY

EEETI NCQFNMT GL ERDKKKQYNETWSKDVWCETNNSTN- - - - QTQC
HAEKI KI NCTKAKAVSCTEKMPLAAVQRVYWEKEDEESMKFLNI KACN
QY HHKCYQEFAHCYLVKYKKPSPW SEG | VDQCPLPRI HDP- NYYK

- - - Pl DRADTTTPETI LNCTTPPNTCVQ FDTLFGDFPG - - - - - - - A
------ AAPVGDSCEFGSTKYFALCG: - - - === === cc e oo mmm e
| LGNNQNLI | AGCPENKKGQVWOWNSQPSVHVEDG: - - - - - - - - - - ce
VLGTSHNLI TAGCPNGKKGQVWCOWNSRPSVHI SDG- - - = - - - - - - - ce
VLGNTHNLL SAGCTGN- VGQPI OWNPKAPVHI SDG- - - < - - - - - - - ce
VLGSTNKLI QSPCNG - KGQSI CWSTTAPI HVSDG- - - - = - - - - - - ce
| LQNPNQLLQSPCRGS- | NQPVOWSATAPI HI SDG- - - - - - - - - - - ce
SGLQPHGVL QAGCDGT - VGKSVOWNQQAP! HVSDG: = = = - - - - - - - ce
| SGPTNKYAQASCDKI NI GKNVOWSLHAPI HVSDG: - - - - < - - - - - ce
- - DGPNKLLQASCTGT- | GKPVOWDPVAPVYVSDG: - - - - - - - - - - ce
------ KM NPSCPGG- LGVTVOWM YFTQTGVBDG: - - - - - - - - - - GG
------ KM NPSCPGG- LGATVOWIYFTHTSMBDG: - < - - - - - - - - GC
Pl FGPLTTQTTI PVAAPLCI S- - - WORPTG PLGN - - - - - - - - - - LS
Pl FGPLTTQITI PVAAPLCI S- - - WORPTGI PLGN- - - - - - = = - - - LS
PLWGPLFTETVLRSQAPLCl SRFFKVSAYATFVGN- - - - < = = - - - - LS
- PYWKFQUDVNFTQEVSR: - - - - - - LNI NLHFSKG- - - - - - = = = - - GF
- PSWKFHSDVNFTQEVSQ- - - - - - - VSLRLHFSKC- - - = === - - - - GS
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gi | 4027915| gb| AAC96087. 1

gi | 74689| pi r| | VCLIG.

gi | 74707]| pi r| | VCWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pi r| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609 gb| AAK09373. 1| AF32
gi | 6016596| sp| ©061703| MPCP_CHOF

gi| 74716]| pir]| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398 sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466]| sp| P23064| ENV_HTL1M

gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pi r| | VCLIG

gi | 74707]| pi r| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pi r| | VCLISI

gi | 119462| sp| P04577| ENV_HV2RO
gi | 74682| pi r| | VCLIVS

gi | 74722| pi r| | VCLILK

gi | 12958609]| gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716| pir| | VCLISA

gi | 9627213| r ef | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM

gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670 gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064] ENV_HTL1M
gi | 119467| sp| PO3383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707| pir| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO
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QTGWCNPLKI DFTEKGKHSRDW KGRTWGLRFNVA- - - - - - - - - - - CH
QTGWCNPLKI DFTDKGKLSKDW TGKTWELRFYVS- - - - - - - - - - - GH
KN- - CNPLVLQFTQKGRQ ASWDGPKLWGELRLYRT- - - - - - - - - - - eV
TSCNTSVI TQACPKVSFEPI Pl HYCAPAGFAI LKC- - --------- NN
| NCNTTAI TQACPKTSFEPI Pl HYCAPAGFAI LKC- - - -------- NC
NHCNTSVI TESCDKHYWDAI RFRYCAPPGYALLRG - - ------ - - ND
L RCQDEGKSPGGCVQGYPI PKGAE! | PEAMKYLRGKKSRYGG KDKNG
Pl WDYYLKI QNI RPQGAT SKSYYGTARMGSFY! PT------- - - - FLR
VWPNSPVSEDCL Yl NVWVPKPRPQNAAVMW FGG- - - - - - - - - - GFY

------------- LGG LSCG THTAWPLDLVKCR: - - - <= - - < - - -

DKVRE! | VNKKFEELHKSLFPELSYHPLAL- - - - - - - - - - PEARGKEK
DKARDI | VNKKFEELHRSLFPELSYHPLAL- - - - - - - - - - PEARGKEK
DKARE! AVQKRLEEI HKSLFPELRYHPLAL- - - - - - - - - - PKARGKEK
DTTRI KSVQRKLEEI HKAL YPELQYHPLAI - - - - - - - - - - PKVRDNL M
DTKRWITVQKRLEQ! HKAMTPELQYHPLAL- - - - - - - - - - PKVRDDLS
DAVREL YVQKQ ELVI QSQFPKLSYHPLAR- - - - - - - - - - SKPRG- PC
DQ REVMEVKERVDEI | RAMYPPLQYHPLAL- - - - - - - - - - PRGRG- O
DM REESVRERLEEI | RHSYPSVQYHPLAL- - - - - - - - - - PRPRG- \/C
DQAREKHVKEVI SQLTRVHGTSSPYKGLDL- - - - - - - - - - SKLHETLR
GQAREKQVKEAI SQL TRGHSTPSPYKGLVL- - - = - - - - - - SKLHETLR
RCSFTLHLRSPTTNI NETI G- - - AFQLHI TD- - - - - - - KPS| NTDKLK
RCSFTLHLRSPTTNI NETI G- - - AFQLHI TD-- - - - - - KPS| NTDKLK
LCNYTVHI SPSTSHENLDLSTTHTFKQAMKR: - - - - - - PDAKWKNPLR
----------- FSLLVDAPGYDP| WELNTEP- - - - - - - - - - - - - SQLP
----------- MTLLVDAPGYDPLWE| TSEP- - - - - - - - - - - - - TQPP

VQLT- - | RLKVTSMPAVAVGPDPVL AEQRPP- - SKPLPP- - PSREAPP
VQFT- - | RLKI TNMPAVAVGPDLVLVEQGPPRTSLAL PPPL PPREAPP
I ALFSVSRQVSTI MPPQAMGPNLVL PEQKPP- - SRQSQT- - - - KSKVA
FNGTGP- CTNVSTVQCTHG RPWSTQLLLNGSLAEEEVWVI RSVNFTD
FSCKGK- CTNVSTVHCTHG KPWTTQLLI NGSLAEGNI TVRVENKSK
YSGFAPNCSKVWASTCTRMVET QT STWFGENGTRAENRTY! YWHG- RC
KL PL SVRVW/RVANL SGWNGTPPYWSARI NGSTG NGTRWYGVGTLH
TVSHVLFCSDQLYGKWYNI ENNI QENEQLLKTKLYNLTTYSKLKARALI

SATLDI YDPKI LVSEENVI LVSMQYRVASLG- - - - - - - - - FLYFDTEC
-------- L QVDADKYKNVWNGFRVSVREEG: - - = = = = === === = - - -
AHTF-- - - - -- DLLATVHSLLNVSS- - - - QRQLAEDCW.CLRSGDP
AHTL--------- DLLATVHSLLNAS- - - - - QPSLAEDCW.CLQSGDP
AQTF--------- NLLTATYSLLNKS- - - - - NPNL ANECW.CL PSGNP
AQTL---===-=--- NI LNATYNLLLNVS- - - - - NTSLVDDCW.CLKLGPP
ARTF---==---- DI LNTTFRLLQVE- - - - - NFSLAQDCW.CLKLGTP
AQWL- - - == - - -- DI LSATHQALNI S- - - - - NPSLAQNCW.CLNQGTS
(V0] 12— DI LASTHKALNI T- - - - - NPDLAKDCW.CMTLGTP
PQTS--------- DI LEATHQVLNAT- - - - - NPQLAENCW.CMTLGTP
TRLV--c=----- SLENTTLTGLHEV- - - - - SAQNPTNCW CLPLNFR
TRLV--------- SLENTTLTRLHEV- - - - - SAQNPTNCWVCL PLHFR
SIS YCLGRHLPCI S- - - - LHPWL.SSPCSSDSPPRPS
(SIS N YCLGRHLPCI S- - - - LHPW.SSPCSSDSPPRPS
GPPS--------- LI FSKPAYYPCPTDI KHCHT SPATPWWHCPQAPFG
APP----oooooo- LLPHSNLDHI LE- - - - PSI PWKSKLLTLVQ- - -
SPP-----ccmaan- LVHDSDLEHVLT- - - - PSTSWI'TKI LKFI Q- - -
LPP-- - --- AASGQAPTVRERTVTLST- - - - PPPTTGDRLFGLVQGAF
LPDSNSTALATSAQTPTVRKTI VTLNT- - - - PPPTTGDRLFDLVQGAF
KPQ ------ TNGTTPRS- VAPATMSP- - - - KRI GTRDRLI NLVQGTY

KTI 1 VQLDTSVEI NCTRPNNNTRKKI Rl QRGPGRAFVTI G- KI GNM R
DVW VQLVEAVSLNCHRPGNNTRGEVQ - - GPGVTFYNI ENVVGDT- R
TI 1 SLNKYYNLSLHCKRPGNKTVKQ M- - MSCHVFHSHYQPI NKRPR
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gi | 74682| pi r| | VCLIVS
gi | 74722| pir| | VCLILK
gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| ©61703| MPCP_CHOF

gi| 74716] pir]| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398 sp| P10269| ENV_BAEVM

gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1]

gi | 27734142| ref | NP_775596. 1

gi | 119466]| sp| P23064| ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pi r| | VCLIG

gi | 74707]| pi r| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pi r| | VCLIVS

gi | 74722| pi r| | VCLILK

gi | 12958609]| gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716| pir| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM

gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064| ENV_HTL1M
gi | 119467| sp| P0O3383| ENV_HTLV2

gi | 4027915]| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707]| pi r| | VOWSS

gi | 119431]| sp| P04582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P04577| ENV_HV2RO
gi | 74682| pi r| | VCLIVS

gi| 74722] pi r| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| ©061703| MPCP_CHOF
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GYNI SSNPEGG CNFTGELW GGDRFPYYYKPSWNCSQNT GHPVWHY
EVIN- - - - - QGNARL FRSFNPL DVCNRPEAVLLLNTTYFTYSLWEGDC
GNAG - - === == - - L FDQL VAL QAWHENI KL FGGNPNNVTL FGESAGA
------------------------------- LRGLAKGMAPTFI GYSL

LALPYDNTSCSNSTFFFNCSNCSCLI TPPFLVQPFNFT- - - - - - HSVC
LALPYNDTLCSN- - - FACL SNHSCPL TPPFLVQPFNFT- - - - - - DSNC
LAl PSNDS- - - - - - - - FLGSNLSCPI | PPLLVQPLEFM\L- - - | NASC
LAl PNFLLSY- - - - VTRSSDNI SCLI | PPLLVQPMFS- - - - - - NSSC
LAl PTPSLTYS- - - LADSLANASCQ | PPLLVQPMOFS- - - - - - NSSC
LAFPVN-1 SS- - - - - - FNASQNNCTPSLPFRVQPMPSQ- - - - - - VYPC
LALLTH DLS-- - - - - FAT- - - NCALSPPFRVQPMVRPL- - - - - - SAPC
AAl PANGNVT- - - - - - LDG- - - NCSLSLPFRVQPTGSI - - - - - - DVNC
VS| PVPEQANN- - - - - FSTEI NTTSVLVGPLVSNLE! T- - - - - HTSNL
| SI PVPEQWAN- - - - - FSTEI NTTSVLVGPLVSNLE! T- - - - - HTSNL
LLI PSPENNSERLLVDTRRFLI HHENRTFPSTQLPHQS- - - - - - PLQP
LLI PSPENNSERLLVDTRRFLI HHENRTFPSTQLPHQS- - - - - - PLQP
YNL TLFEPDNSTHPVTMSVNPTHFKVKL QGHRDPYPLS- - - - - - HYQP
LQSTN-=--YTCIVCI D= - - === m s s e o - RAS
LQSTN--- - YSCM/CVD- - - - = = === s mmeemee oo RSS

LNATNPGATESCW.CLAMGPPYYEG ASLGEVAYTSDHTR- CRWGTQC
LNATNPGATESCW.CLAMGPPYYEAI ASSGEVAYSTDLDR- CRWGTQC
LNATDPNKTKDCWLCLVSRPPYYEG Al LGNYSNQTNPPPSCLSTPCH
HCNI SRAKWNATLKQ DSKLREQFG- - - - - NNKTI | FKQSS- GGDPEI
YCKI NGTTWNRTVEEVKKALATSSNR- - - - TAANI TLNRAS- GGDPEV
WOWFKG- KWKDAMQEVKETLAKHPRYRGINDTRNI SFAAPGKGSDPEV
YLDMIEHMT SRCI QRPKRHNI TVGNGT1 TGNCSVTNWDGCNCTRSGNH
TTALI ONLTECRQPDRLKLKHPYACRFVWRYKEGQEEVKCL GNEKKKCL!
VSLHLLSPLSRNL FNQAI MESGSSTAPWAI LSREESFNRG- - LKLAKA
LCKFG === --mmcmmmmce e e e e ce e e ce e e e s

ADYQNNSFDI DVGLAGFTN: = - - === === === o - - CSSYIN'S- - -
AHYQNNSFDI DVGLASFTN: - - - === === =z 2o - - CSSYYNVST- -
SPFQNNSFDVDVGLVEFAN - - - - = ==« = = s 2o - - CSTTLNI S- - -
SPSYNSTEEI DLGHVAFSN: - - - = ===« == s 2o - - CTSI TNVT- - -
SPFI NDTEQI DLGAVTFTN: - - = == == o - mme e oo - CTSVANVS- - -
KGAQNNSFDI PVGVANFVN- - = = - = = === = === - - CSSSSNH- - - -
APFRNSSYDLNVGHASFAL- - - - = === == === === - - CTSNHTFN- - Y
GEADN- RTG Pl GYWHFTN: - - = === oo o mmeee o CTSI QEVSNET
VKFSNTTYTTNSQCI RWT- - - = <<= o - o em oo - PPT--------
VKFSNTI DTTSSQCI RW/T- - - = ===« = - e e oo - PPT--------
AAALAGSL GWWQDTPFST- - - = = === = === o - - PSHLFTLH- - -
AAALAGSL GVWWQDAPFST- - - - = === === 2o - - PSHLFTLH- - -
GAAL SGQYSWWENE! TVQENW - - - - = - - - - DI TSNI FSHLLSFS- - -
TVHVLYSPNVSVPS- SSSTP- - - - <=« < < s e oo o - LLYPS- - - -
SWHVLYTPNI S| PQQTSSRT- - - - ===« ===z = oo = - | LFPS- - - -
TLTEVSGHGLC! GKVPSTHQ - - - === == === o= = - HLCNQTLPI
TLTEVSGHGLC! GKVPFTHQ - - === === === == === = - HLCNQTLSI
TI SEVSGQGLC! GTVPRTHQ - - = === == === === = = - ALCNKTQQG
HSFNCGGEFFYCNSTQL FNSTWSTKGSNNTEGSDTI TLPCRI KQ! | NV
HVFNCGGEFFYCNTSQ FT- - - - - - - DNI TNG - 1 1 | LPCRI RQI VVSS

MATNCRGEFLYCNMIWELN- - - - - W ENKTHR- - - NYAPCHI KQI | NT
NSTSGGLLVI | CRONSTI TG MSTNTNWITMANI YQNCSRCNNSSL DR
SEYSSPEAQFDFGFLSYLNAFPG: - - - - - LKYI ENQTVREPEYEVYSL
CPDDRNT| HKTVECLRKANS- - = = = = = = = = = <o memeeeeee oo
EVFKVQYNNVLDEETAYTYR: - - - = = === s s s e eo o e mmmemeee o
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gi | 74716] pir| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1|

gi | 9627018| ref | NP_041262. 1|

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gh| AAL11491. 1

gi | 27734142| ref | NP_775596. 1|

gi | 119466]| sp| P23064| ENV_HTL1M
gi | 119467| sp| P0O3383| ENV_HTLV2

gi | 4027915]| gb| AAC96087. 1|

gi | 74689| pir| | VCLIGL

gi | 74707]| pi r| | VOWSS

gi | 119431| sp| P0O4582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P0O4577] ENV_HV2RO

gi | 74682| pi r| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| ©61703| MPCP_CHOF

gi| 74716] pir]| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398 sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1|

gi | 9627018| ref | NP_041262. 1|

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1|

gi | 27734142| ref | NP_775596. 1|

gi | 119466]| sp| P23064| ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1|

gi | 74689| pi r| | VCLIG

gi | 74707]| pi r| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661] pir]| | VCLISI

gi | 119462| sp| P04577| ENV_HV2RO
gi | 74682| pir|| VCLIVS

gi | 74722] pi r| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| ©061703| MPCP_CHOF

gi | 74716| pir| | VCLISA

gi | 9627213| ref | NP_056894. 1]

gi | 1706658| sp| P51515] ENV_SRV2
gi | 119398| sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1|

gi | 9627018| ref | NP_041262. 1]
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--------- KPSSPLCAPNSSVFVCGNNKAYTYLPTNW - - - - - - - - -
------- ASKPSNSL CAPNSSVFVCGNNKAYTYLPTNW - - - - - - - - -
------------ HSL CAPNSSVFVCGNNKAYTYLPSNW - - - - - - - - -
------------ GPl CAVNGSVFLCOGNNVAYTYLPTNW - - - = = - - - -
------------ SPLCALNGSVFLCGNNVAYTYLPQNW - - - - = - - - -
----------- SEAL CPGPGQAFVCGNNLAFTALPANW - - - - - - - - -
------- VERTPHLLCPTPGRAFVCGGNVAFLALPSNW - - - - - - - - -
------- HI RNL TRL CPPPGHVFVOGNNVAYTALPNKW - - - - = - - - -
------------ Q VCLPSG FFVOGTS- AYRCLNGSS- - - - - - - - - -
------------ Rl VCLPSG FFVCGTS- AYHCLNGSS- - - - - - - - - -
------------ LQFCLAQG- LFFLCGSSTYMCLPANW - - - - - - - - -
------------ LQFCLAQG- LFFLCGSSTYMCLPANW - - - - - - - - -
------------ YAFCLNSSGVFFLOGTSTY! CLPANW - - - - = - - - -
--------------- LALPAPHL TLPFNWTHCFDPQ QAl - - - - - - - -
--------------- LALPAP- PSQPFPWTHCYQPRLQAI - - - - - - - -
------- SSKDHQYLLPFNYSWAACSTGLTPCLSTSVFNQ - - - - - - -
------- SSGDHQYLLPSNHSWAACSTGLTPCLSTSVFNQ: - - - - - - -
------- TG - AHYLAAPNGTYWACNTGLTPCl SMAVLNW - - - - - - -
------- QEVGKAMYAPPI SGQI RCSSNI TGLLL TRDGGNSNNE- SEI
------- MRVGRG YAPPI RGNl TCNSNI TGLLL TSDTPVTNNSGNLT
------- HKVGRNVYL PPREGEL SCNSTVTS! | ANl DWON- NNQTNI T
SGTLGTVNNLKCSL PHRNESNKWT CKSQRDSY! AGRDFWG- - - - - - - K
ECVNSAEKYG DSVLFALKTFLNFTGTPVNEVSTARAFVGL TDPKFPP
----------- SVMVEKEWDHVAI CFFPFVPVWDGAFL DDHP- - - - - -
---------- TFVYLAASASAEFFADI ALSPLEAAKVR: - - - - = - - - -

------ TGSCVLATLLPDI DI | PGSEPVPI PAl DHFLGRPK- - - - - - -
------ TGSCVLATLLPDI DI | PGSEPVPI PAl DHFLGKAK:- - - - - - -
------ TGTCVLATLLPDI DI VPGDAPVPVPAI DHYLHRAR: - - - - - -
------ TGLCVLATLLPDI DI | PGDEPVPI PAI DHFI YRPK- - - - - - -
------ TRLCVQASLLPDI DI NPGDEPVPI PAI DHYI HRPK- - - - - - -
------ TGSCVLAALLPDI DI | SGDDPVPI PTFDYI AGRQK- - - - - - -
------ TGLCVQASI LPDI NI | SGDQPVPLPSI DYl AGRPK- - - - - - -
------ | GLCI LASI VPDVSI | SGEEPI PLPSI EYTAGRHK- - - - - - -
------ ESMCFLSFLVPPMT YTEQD- - - - - LYNYVI SKPRN- - - - - -
------ ESMCFLSFLVPPMT YTEQD- - - - - LYNHVWPKPHN: - - - - -
------ TGTCTLVFLTPKI QFANGTEELPVPLMIPTQQ - - - - - - - - -
------ TGTCTLVFLTPKI QFANGTEELPVPLMIPTQQ - - - - - - - - -
------ SGVCTLVFQYPDI ELLPNNQTVPVPLFASVLSSDSVLRP- - -
----- VSSPCHNSLI LPPFSLSPVPTLGSRSR: - - - RAVPV- - - - - - -
----- TTDNCNNSI | LPPFSLAPVPPPATRRR: - - - RAVP| - - - - - - -
----- SRDFCl Q1 QLI PRI YYHPEGTLLQAYDNSHPRLKRE- - - - - - -
----- TRDFCI QVQLI PRI YYYPEEVLLQAYDNSHPRTKRE- - - - - - -
----- TSDFCVLI ELWPRVTYHQPEY! YTHFD- KAVRFRRE- - - - - - -
PGGGDVRDNWRSEL YKYKWWKI EPL GVAPTKAKRRVWQREK- - - - - - -
PTGGNVKDI WRSEL YKYKWRI EPL SVAPTKARRHTVARQKDRQK- - -
- - - AEVAEL YRLELGDYKLVEI TPl GFAPTKEKRYSSAHGR: - - - - - -
AKYSCESNL GGL DSMVHQQML L QRYQVI RVRAYTYGVWEMPQSYMEER
PNI TKEQKRCNNL KRRKRSTNI EKLRSMGYSLTGAVQTLSQ SDI NDE
----- QKSLSTNNFKKTNI LMGSNSEEGYYSI FYYLTELFKK- - - - - -
------------ | QTMPGVRQHT ARRVAQDGPERGAWARST - - - - - - -

............. RAI QFI PL- VI G LA TT- - - AVSTGTAGLGVS- -
............. RAI QLI PL- FVG LA TT- - - AVSTGAAGLGVS- -
............. RAVQFI PL- LVG LG TT- - - AVSTGTAGLGYS- -
............. RAI QFI PL- LAG LG TA- - - AFTTGATGLGVS- -
............. RAVQFI PL- LAG LG TA- - - AFTTGATGLGVS- -
............. RAVTLI PL- LVG LGVST- - - AVATGTAGLGVA- -
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gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670 gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064] ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707| pir| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pi r|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pir| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609 gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716] pir| | VCLISA

gi | 9627213 ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM

gi | 1143545| enb| CAA61093. 1|

gi | 9627018| ref | NP_041262. 1|

gi | 11055586| gh| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1|

gi | 16024911| gb| AAL11491. 1]

gi | 27734142| ref | NP_775596. 1|

gi | 119466]| sp| P23064| ENV_HTL1M
gi | 119467| sp| P0O3383| ENV_HTLV2

gi | 4027915]| gb| AAC96087. 1|

gi | 74689| pi r| | VCLIG

gi | 74707]| pi r| | VOWSS

gi | 119431| sp| P0O4582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P04577| ENV_HV2RO
gi | 74682| pi r| | VCLIVS

gi | 74722| pir|| VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| ©61703| MPCP_CHOF

gi | 74716| pi r| | VCLISA

gi | 9627213| r ef | NP_056894. 1

gi | 1706658| sp| P51515] ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM

gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612 r ef | NP_055405. 2

gi | 13310191 gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1
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------------- RAVAFI PL- LVG LGVAG - - AMTTGSAGL GVA- -
------------- RAVQFI PL- LVG LG TG - - ATLAGGTGLGVS- -
------------- KRVPI LPF- VI G- AGVLG - - ALGTA G4 TTS- -
------------- KRVPI LPF- VI R- AGVLG- - - RLGTG GSI TTS- -

............ KRSPHLFPF- LAG Ld SS- - - ALGTA AGLATS- -
............. AVWLVSAL - AMG- - - - AGVAGGE - TGSVBLASG- -
............. AVWLLVSAL - AAG- - - - TEA AGGV- TGSLSLASS- -
............. PVSLTLAV-LLG - - - LA AAG GTGSTALI KGPN
............. AVSLTLAV- LLG - -- LG TAG GIGSTALI KGPI
............. Pl SLTVAL- MLGGLTVGGE AAGVGTGTKALLET- -
............. RAVG GAL- FLGFLGAAG- - STMGAASMIL TVQAR
............ RAAFGLGAL- FLGFLGAAG- - STMGAAAVTLTVQAR
............. HTRGVFVLGFLGFLATAG - SAMGAASL TVSAQSR
NRRSRRNL QRKKRG GLVI VLAI MAI | AAAG- - AGLGVANAVQQSYTR
---------- RLQQGVSLLRDHVVTLMEAALHDI TI MEGVLAI QHVHT
............ EENVMVSRENF| KAI GQLNPNADAAVKSAI EFEY- -

----------- LTQYTKLSHQLI SDVQAI SSTI QDL QDQVDSLAEVWL
----------- | TQYTKLSHQLI SDVQAI SSTI QDL QDQVDSLAEVVL

----------- | TQYTKLSRQLI SDVQAI SSTI QDL QDQVDSLAEWWL
----------- VTQYTKLSNQLI SDVQ LSSTI QDL QDQVDSLAEWWL

----------- VTQYTKLSHQLI SDVQVLSGTI QDL QDQVDSLAEVWVL
----------- VQSYTKLSHQLI NDVQALSSTI NDL QDQLDSLAEVVL
----------- | HSYAKLSNQL! NDVQTLSGTI HDLQDQ DSLAEVVL
----------- VHTYHKLSNQLI EDVQALSGTI NDLQDQ DSLAEVVL
----------- TQFYYKL SQELNGDMERVADSL VTL QDQLNSLAAVWL
........... TOQFYYKLSQEI NGDVEQVTDSLVTL QDQLNSLAAVVL
----------- VMIFRSLSNDFSASI TDI SQTLSVLQAQVDSLAAVWL
----------- TLYFQQLSKVLSETLEEI AASI TTLONQ DSLAGVVL
............... KSLLHEVDKDI SQLTQAI VKNHKNLLKI AQYAA
............... KSLLLEVDKDI SHLTQAI VKNHONI LRVAQYAA
----------- QRGLTSLQ AMDADLRAI QDSI SKLENSLTSL SEVAL
----------- QQGLTSLQ Al DADLRAL QDSVSKLEDSLTSLSEVWL
............ AQFRQLQ AVHTDI QALEESI SALEKSLTSLSEVWWL
----------- LSE VQQONNLLRAI EGQOHLLQALTVWE KQLQARI L
----------- LSE VQRONNL LKAI EAQRHLLQLSI WEVKQLQARLL
----------- LAG VOQQOQQQLLDVWKRQQELLRLTVWGTKNLQARVT
----------- VQSLANATAAQQEVLEASYAMVQHI AKG RI LEARVA
NHLKTI LLMRKI DWIFI KSNW KEQLQKTEDEMKI | RRTAKSLVYYVT
----------- TDWFSPNDPEKNRNAL DKMWWGEDYQFTCNVNEFAHKYA
............... RALVPLWGRQ PYTMVKFACFEKTVELL YKHWV

RRGLDLLTAE- - < - < <= <o m oo e QGG CLA
RRGLDLLTAE- - - === o m e e e e e e e me e e e QGG CLA
RRGLDLLTAE- - - - - e e e e e e e ee e eee oo - QGG CLA
RRGLDLLTAE- - - - mcc s e e e e e me e e e e o - QGG CLA
RRGLDLLTAE- - < - < <= << o m e o oe oo GG CLA
RRGLDLLTAE- - < - < <= = < m e o oe oo GG CLA
RRGLDLLTAE- - - - == c s e e e e e e e ee e e e - QGG CLA
RRGLDLLTAE- - - - - s m e e e e e ee e ee e o - QGG CLA
RRALDLLTAE- - - - - - cc s e e e e e me e e e e o - RGGTCLE
RRALDLLTAK- = = === o o s e e e o e e e e e e e o e oo RGGTCLF
RRGLDLLTAE- - - - - - - o e e e e e KCGGLCl F
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gi | 27734142| ref | NP_775596. 1

gi | 119466| sp| P23064| ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707| pir| | VOWSS

gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pir| | VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609]| gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi | 74716| pir| | VCLISA

gi | 9627213 ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398 sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1|

gi | 9627018| ref | NP_041262. 1|

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1|

gi | 16024911| gb| AAL11491. 1

gi | 27734142| r ef | NP_775596. 1|

gi | 119466| sp| P23064| ENV_HTL1M
gi | 119467| sp| P0O3383| ENV_HTLV2

gi | 4027915]| gb| AAC96087. 1|

gi | 74689| pir| | VCLIGL

gi | 74707]| pi r| | VCWSS

gi | 119431| sp| P0O4582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P0O4577] ENV_HV2RO

gi | 74682| pi r| | VCLIVS

gi | 74722| pi r| | VCLILK

gi | 12958609| gh| AAK09373. 1| AF32
gi | 6016596]| sp| 061703| MPCP_CHOF

gi| 74716] pir]| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398 sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191]| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1]

gi | 27734142 ref | NP_775596. 1

gi | 119466| sp| P23064| ENV_HTL1M

gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pi r| | VCLIG

gi | 74707]| pi r| | VCWSS
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RRALDLI TAE- - - - = = = =« == o mm oo me e mee oo KGGTCLF
RRGLDLLFWE- - - - - = = =« == s e oo mee e oo QGGLCKA
RRGLDLLFWE- - - - == = === oo e oo mmm oo QGGLCKA
RRGLDLLFLK- = - -« == <« =2 cme o oee o e EGGLCAA
RRGLDLLFLK- - - === = =« m e mme e e EGGLCAA
RRGLDI LFLQ - - === === = mmmmmmmmmmee e ee o GGGLCAA

ERYLKDQQLLG WGCSGKLI CTTAVPWNASWS- NKSLEQ WANMIMWWE
ERYLQDQQ LGLWGCSGKAVCYTTVPWANSWPGSNSTDD! WENL TWOG
EKYL QDQARLNSWGCAFRQVCHTTVPW - - - - VNDSLAPDWDNMIMQE
EAL VDMWYQEL DOWHYQHYCVTSTRSEVAN- - YVNWIRFKDNCTWOG
SSSTTATSVEI G YYE! TI PKH YLNNWOVI N- - - - | GHLVESAGHLT

GNNVYMYYFK-= = = = = = = 22w s s e me e eeeeeeeeeea o HRSLNNP
PRAECSKGEQ - = = = = === === mmmmmm e LV
EKCCFYA- NKSG VRDKI KNLQDDLEKRRKQLI DNPFWI - - - - - - GFH
EKCCFYA- NKSG VRDKI KNLQDDLERRRRQLI DNPFWI - - - - - - SFH
EKCCFYA- NKSG VRDKI KRLQEDLEKRRKE! | DNPFWI- - - - - - GLH
EKCCFYV- NKSG VRDKI KTLQEEL ERRRKDLASNPLW - - - - - - cle
EKCCFYA- NKSG VRNKI RTLQEEL QKRRESLATNPLW - - - - - - GG
ERCCFYA- NKSG VRDKI KNLQEDL EKRRKALADNLFLT- - - - - - GLN
EKCCFYA- NKSGWRDKI KKLQEEL VQRRKELLNNPLWA- - - - - - GLH
EKCCFYA- NKSG VRDKI RKLQEDLI ARKRALYDNPLWA- - - - - - GLN
EECCYYV- NQSG VTEKVKEI RDRI QRRAEELRNTGPWG: - - - - - LLS
EERCYYV- NQSRI VTEKVKEI RDRI QCRAEELQNTERWG- - - - - - LLS

EECCFYL- NQSGLVYDNI KKLKDRAQKLANQASNYAEPPW - - - - ALS
EECCFYV- NQSGI VRDAARKL QERASEL GQHSDSWEQWP- - - - - - DLC
EQCCFLN- | TN- - - - SHVSI LQERP- - - PLENRVL TGAGLNWDL GLSC
EQCCFLN- | SN - - - THVSVLQERP- - - PLEKRVI TGAGLNVDLGLSC
EECCFYV- DHSGAVRDSVRKL KERL DKRQL ERQKNQNWEGWEN- SSP
EECCFY! - DHSGAVRDSMKKL KEKL DKRQL ERQKSQNWYEGWEN- NSP
EECCFYA- DHTGLVRDNVAKL RERL KQRQQL FDSQQGWFEGWEN- KSP
REI NNYT- SLI HSLI EESQNQQEKNEQEL L EL DKWASLWNWENI TNWL
KLVSNYT - GKI FGLLEEAQSQQEKNERDL L EL DOWASLWAWEDI TKW.
KQVRYLE- ANl SKSLEQAQ QQEKNMYEL QKLNSWDI FGNWEDL TSW/
EEl EQHEGNLSLLLREAALQVHI AQRDARRI PDAVIKAI QEAFNWBSWFE
RVKHPYEVI NKECTYEQYLHLEDCI SQDYVI CDTVQ VSPCGNSTTTSI
KW GVIVHGDE! SYVFGDPLNPNKRYE! EEI EL SKKMVRYWINFAKTGNI

FAAGY! AGVFCAI VSHPADTWWSKLNQDKTATVGS - - - - - - - - | VGKL
LPYVMPLLGPLLCLLLVLSFGPI | FNKLMTFI KHQ- - - - - - - - | ESI G
LPYVMPLLGPLLCLLLVLSFGPI | FNKLMTFI KHQ - - - - - - - | ESI G
LPYLLPLLGPLFCLLLLI TFGPLI FNKI | TFVKQQ - - - - - - - | DAI C
LPYLLPFLGPLLTLLLLLTI GPCl FNRLTAFI NDK- - - - - - - - LNI I H
LPYLLPLLGPLLTLLLI LTI GPCVFSRLMAFI NDR- - - - - - - - LNVVH
LPYLLPFLGPLFAI | LFFSFAPW LRRVTALI RDQ- - - - - - - - LNSLL
LPYLLPLLGPLVGLLLLLSFGPW/FNRLTTFVKSQ - - - - - - - VDSA
LPYLLPLLGPLFGLI LFLTLGPCI | KTLTRI | HDK- - - - - - - - | QAVK
MPW LPFLGPLAAI | LLLLFGPCI FNLLVNFVSSR:- - - - - - - - | EAVK
MPWILPFLGPLAAI | FLLLFGPCI FNFLVKFVSSR:- - - - - - - - | EAVK
MBW/LPI VSPLI Pl FLLLLFGPCI FRLVSQFI QNR- - - - - - - - | QAIT
LPW.TPFLGPLLFLFFLLTFGSCLLNCLTRFVSQR- - - - - - - - LGSFV
REALQTG TLVALLLLVI LAGPCI LRQLRHLPSRV- - - - - - - - RYPH
REALQTG TI LALLLLVI LFGPCI LRQ QALPQRL- - - - - - - - QNRHN
TTLLSTI AGPLLLLLLLLI LGPCl | NRLVQFI NDR- - = - - - - - VSAVK
TTLLSTI AGPLLLLLLLLI LGPCl | NKLVQFI NDR- - = - - - - - | SAC-
TTLI SSI MGPLLI LLLI LLFGPCl LNRLVQFVKDR: - - - - - - - | SWC
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gi | 119431| sp| P04582| ENV_HV1B8

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO
gi | 74682| pir| | VCLIVS

gi | 74722| pi r| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
gi | 6016596| sp| 061703| MPCP_CHOF

gi| 74716] pir| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398| sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1

gi | 9627018| ref | NP_041262. 1

gi | 11055586| gb| AAGR8161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396| enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142 ref | NP_775596. 1

gi | 119466| sp| P23064| ENV_HTL1M
gi | 119467| sp| P03383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1

gi | 74689| pir| | VCLIGL

gi | 74707]| pi r| | VOWSS

gi | 119431]| sp| P04582| ENV_HV1B8

gi | 74661| pir|| VCLISI

gi | 119462| sp| P04577| ENV_HV2RO

gi | 74682| pi r| | VCLIVS

gi | 74722] pir| | VCLILK

gi | 12958609| gb| AAK09373. 1] AF32
gi | 6016596| sp| ©061703| MPCP_CHOF

gi| 74716] pir| | VCLISA

gi | 9627213| ref | NP_056894. 1

gi | 1706658| sp| P51515| ENV_SRV2

gi | 119398 sp| P10269| ENV_BAEVM
gi | 1143545| enb| CAA61093. 1|

gi | 9627018| ref | NP_041262. 1|

gi | 11055586| gh| AAG28161. 1| AF28
gi | 28927670| gb| AAF81698. 2| AF24
gi | 20149612| r ef | NP_055405. 2

gi | 13310191| gb| AAK18189. 1| AF33
gi | 8439396 enb| CAB94192. 1

gi | 16024911| gb| AAL11491. 1

gi | 27734142| ref | NP_775596. 1|

gi | 119466]| sp| P23064| ENV_HTL1M
gi | 119467| sp| P0O3383| ENV_HTLV2

gi | 4027915| gb| AAC96087. 1|

gi | 74689| pi r| | VCLIG

gi | 74707]| pi r| | VOWSS

gi | 119431| sp| P0O4582| ENV_HV1B8

gi | 74661| pir| | VCLISI

gi | 119462| sp| P0O4577] ENV_HV2RO
gi | 74682| pir|| VCLIVS

gi | 74722| pir| | VCLILK

gi | 12958609| gb| AAK09373. 1| AF32
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| KLFI M VGGLVGLRI VFAVLS| VNRVRQGYSPLS- - - - - - - FQTHLP
| KI FLMAVGG | GLRI | MTVFSWRRVRQGYSPLS- - - - - - - LQTLI P
| Q¥GVLI | VAVI ALRI VI YWQWLSRLRKGYRPVFSSPPGY! QQ HI H
LKY! PW | M3 VGLMCFRI LMCVI SMCLQAYKQVKQ R- - - YTQUVTW
PVTAEKVKEPYVQVSALKNGSYLVLTSRTDCSI PAYVPS| VTVNETVK
KTLEGSW/TPKWPVHTAYGKEFL TLDTNNTSI GVG- - - - - - - - PRLEC
AGWKGLGPRI | M GTLTALQWFI YDAVKVWLRMP- - - - - - - - - RPPP

Pl QVHYHRLEQEDHGGSYLNLT- - = = - = = = = == m o e oo e o
Pl QVHYHRLEQEDSGGSYLTLT- - = = = == = == m o e o e e e oo
Pl QVHYHRLEQEDNGGVYLRVS- - - = = = = = = == = e o m e e e oo o
VLTQQYQVLRTDEEAQD- - = = - = = = == === = === mmmmmmmm o m e o

VLAQQYQALKAEEEAQD- - - - = = = <= == === o e e o e o me oo
Pl Q HYHQLATRDLEYG- - - RL- = = = == == == == o s o mmemoca oo

KSHI FYSRL QEQDT TEQQEERL QF TEDL L KEPWARRWKTNL YAL CYKA
ALVPQYKPLPTEMDTLGQ - ------------------mmmmm e oo - -
- - LQVEPKMQSKTKI YRRPL DRPASPRSDVNDI KGTPPEEI SAAQPLL
I VLQVEPQMVQSMTKI YRGPL DRPARLCSDVNDI EVTPPEEI STAQPLL

TAKRHVDSI LQNFQYKKLPQDSPDEDTI PT- - - -« = = =« = = <o = - - -
SLINPESSL- - - = = = == = === = om e e e e e
SLINPETML- - = = = = === = = mmmmmmm e e oo
LR QKYQTLDNEDNL- - - = = = = = == = === = =w 2o mm e o mce e e

| LTQQYQQ QQYDPDRP- - = - = = = = = = = = == = wm e oo oo oo
RGPDRPEGI EEEGGERDRDRS| RLVNGSLAL| WDDLRSLCLFSYHRLR

REQGRL GEl DEGGGEQDRSRSVRLVEGCLPLI WDDLRNLG WBYQSLT
RGQPANEETEEDGGSNGGDRYWPVP AYI HFLI RQLI RLLTRLYSI CR
APVEL EEKQKRNGDGTNGCASL EHERRTSHRSFI Q' WRATWAAVKTSP
GVEFHKPL YSESKVSFEPQVPHLKLRLPHLVG | ANLQNLEI EVTSTG
FVKNYVPDLTAI SKSMKSDKNCTTI SGGTKTNVI ELSVWTT VMTTAVL
MPESVRKRLEAEGKL - - - = = = = = = = = === == c 2o cce o mcee e o

PLPLFARPASP- - - - - - = = == =@ oo oot e e
NSAGSS- = = = = = = = = = == m s s e mm oo
NSVGSS- = = = = = = = = = = s s s mm e oo e
LLI VTR VELLGRRGWEALKYVWAR- - - - - - - LLQYWSQEL KNSAVNLL
ACNVWIRQLKTLGHLI LHSLRLLRERLCLLGG | QYMGKELKI SAI SLL
LSRSFLTLQLI YQNLRDW.RLRTA- - - - - - - FLQYGCEW QEAFQAAA

HNWRTMPYI TLLPI LVI WWWVEENGANGENCQHKKKKERVDCQDREQWP
| KBDQ ERAKSQLLRLDI HEGDFPAW QQLASATRDVWPAAARAL(QG C
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Qi | 6016596] Sp| 061703| MPCP_CHOF === === === m o m o m e e e oo e e o e e oo

gi | 74716] pi r| | VCLISA e e e e
gi | 9627213 ref | NP_056894. 1| = s- -
gi | 1706658| sp| P51515] ENV_SRV2 s
gi | 119398| sp| P10269] ENV_BAEVM = - c e s o e e e e e e oo
gi | 1143545| emb| CAAB1093. 1| s s s e e e e e e e oo
gi | 9627018| ref | NP_041262. 1| = = - m - s s m e m e e e oo
gi | 11055586| gb] AAG8161. 1| AF28 - - - - s e o e e e e
gi | 28927670| gb| AAF81698. 2] AF24 s oo
gi | 20149612| ref | NP_055405. 2|  mm s e e e e e e oo
gi | 13310191| gb] AAKL18189. 1| AF33 - - - - e s s e oo oo
gi | 8439396| enmb| CAB94192. 1| s s s e e e e e oo
gi | 16024911| gb] AAL11491. 1| = s s e e e e e e e
Qi | 27734142 ref | NP_775596. 1| = =i
gi | 119466]| sp| P23064| ENV_HTLIM = - - - - i oo oo oo oo e oo
gi | 119467| sp| PO3383| ENV_HTLV2  m oo mmim i oo oo oo i oo
gi | 4027915| gb| AACI6087. 1| s e e e e e e e e e
gi | 74689 pir| | VCLIGL e e e e oo
Qi | 74707] pi r| | VWSS -
gi | 119431| sp| P04582| ENV_HV1B8 TAl AVAEGTDRVI ELVQAAYRAI RHI PRRI RQGLERI LL---------
gi | 74661| pir|| VCLISI TAI AVAEGTDRI | EAFQVTLRI | RNl PRRI RQGLERALL- - - - - - - - -
gi | 119462| sp| P04577| ENV_HV2RO TRETLAGACRG.WRVLERI GRA LAVPRRI RQGAEI ALL---------
gi | 74682| pir|| VCLIVS ENDYVEL- - - = - - m s e e e e e e e e
gi| 74722] pi r| | VCLILK LSNTAQG FGTTVSI LSYAKPI LI A GVI LLI AFLFKI VSW.PGKKKR
gi | 12958609]| gb| AAKO9373. 1| AF32 s oo
gi | 6016596| sp| 61703 MPCP_CHOF =~ - - - - o s s s oo oo oo e oo oo
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